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9 /I £ 
Z ft D 


Cys 


Asn 


blU 


irne 


iyr 


± nr 


7\ v r~r 
nl y 


11c 


IT J. O 


n x o 




tilt: 




1j C LL 


Arg 


Thr 


O /I T 
Z fi / 




9 QH 
Z i?U 










9QR 

Z. .7 0 










J \J 










9/1 Q 


IT ITU 


it x o 


Leu 


lit; 


rax y 


Thr 

± I1X 


m n 

O J. 1 1 




(^1 n 

Ol u. 


Leu 


Ser 


Glu 


Lys 


lie 


Gin 


Leu 


9 00 


o 










"31 0 

J1U 










315 










320 


9 R9 
ZOZ 


Leu 




Ala 


Leu 


m \r 

oiy 


7\ en 
rVop 


Tip 

X X*r 




lie 


ai ^ 


lie 


T .\7^ 

j-»y o 


XjC Ll 


v a x 


j-i y 0 


Thr 


253 










325 










330 










335 




255 


Glu 


Leu 


Gin 


Ser 


Pro 


Glu 


His 


Pro 


Leu 


Asp 


Gin 


His 


Tyr 


Arg 


Asn 


Leu 


256 








340 










345 










350 






258 


His 


Cys 


Ala 


Leu 


Arg 


Pro 


Leu 


Asp 


His 


Glu 


Ser 


Tyr 


Glu 


Phe 


Lys 


Val 


259 






355 










360 










365 








261 


He 


Ser 


Gin 


Tyr 


Leu 


Gin 


Ser 


Thr 


His 


Ala 


Pro 


Thr 


His 


Ser 


Asp 


Tyr 


262 




370 










375 










380 










264 


Thr 


Met 


Thr 


Leu 


Leu 


Asp 


Leu 


Phe 


Glu 


Val 


Glu 


Lys 


Asp 


Gly 


Glu 


Lys 


265 


385 










390 










395 










400 


267 


Glu 


Ala 


Phe 


Arg 


Glu 


Asp 


Leu 


His 


Asn 


Arg 


Met 


Leu 


Leu 


Trp 


His 


Gly 


268 










405 










410 










415 
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270 


Ser 


Arg 


Met 


Ser 


Asn 


Trp 


Val 


Gly 


He Leu 


Ser 


His 


Gly 


Leu 


Arg 


He 




271 








420 










425 








430 








?73 


Ala 


Pro 


Pro 


Gin 


Ala 


Pro 


Tie 


Thr 


Glv Tvr Met 


Phe 


Gly 


Lys 


Gly 


He 




274 






435 










440 








445 










276 


Tyr 


Phe 


Ala 


Asp 


Met 


Ser 


Ser 


Lys 


Ser Ala 


Asn 


Tyr 


Cys 


Phe 


Ala 


Ser 




277 




450 










455 








460 












279 


Arg 


Leu 


Lys 


Asn 


Thr 


Gly 


Leu 


Leu 


Leu Leu 


Ser 


Glu 


Val 


Ala 


Leu 


Gly 




280 


465 










470 








475 










480 




282 


Gin 


Cys 


Asn 


Glu 


Leu 


Leu 


Glu 


Ala 


Asn Pro 


Lys 


Ala 


Glu 


Gly 


Leu 


Leu 




283 










485 








490 










495 






285 


Gin 


Gly 


Lys 


His 


Ser 


Thr 


Lys 


Gly 


Leu Gly 


Lys 


Met 


Ala 


Pro 


Ser 


Ser 




286 








500 










505 








510 








288 


Ala 


His 


Phe 


Val 


Thr 


Leu 


Asn 


Gly 


Ser Thr 


Val 


Pro 


Leu 


Gly 


Pro 


Ala 




289 






515 










520 








525 










291 


Ser 


Asp 


Thr 


Gly 


He 


Leu 


Asn 


Pro 


Asp Gly 


Tyr 


Thr 


Leu 


Asn 


Tyr 


Asn 




292 




530 










535 








540 












294 


Glu 


Tyr 


He 


Val 


Tyr 


Asn 


Pro 


Asn 


Gin Val 


Arg 


Met 


Arg 


Tyr 


Leu 


Leu 




295 


545 










550 








555 










560 




297 


Lys 


Val 


Gin 


Phe 


Asn 


Phe 


Leu 


Gin 


Leu Trp 
















298 










565 








570 
















301 


<210> SEQ ID NO: 


: 3 
























302 


<211> LENGTH: 2265 
























303 


<212> TYPE: 


DNA 


























304 


<213> ORGANISM: 


Homo sapiens 


















306 


<220> FEATURE: 


























- 307 


<221> NAME /KEY : 


CDS 
























308 


<222> LOCATION: 


(242) . . . 


. (1843) 


















309 


<223> OTHER 


INFORMATION: 


: product is Poly ADP Ribose 


Polymerase; from 


uterus tissue 


311 


<4 00> SEQUENCE: 


3 
























313 


tgggactggt < 


^gcctgactc ggcctgcccc agcctctgct 


tcaccccact ggtggccaaa 


60 


315 


tagccgatgt < 


staatccccc acacaagctc -atccccggcc tctgggattg ttgggaattc 


120 


317 


tctccctaat 1 


tcacgcctga ggctcatgga gagttgetag 


acctgggact gecctgggag 


180 


319 


gcgcacacaa < 


^caggceggg tggcagccag gacctctccc atgtccctgc ttttcttggc 


240 


321 


c atg get cca aag ccg aag ccc tgg gta cag act gag ggc cct gag 


286 


322 


Met Ala Pro Lys Pro Lys Pro Trp Val Gin Thr Glu Gly Pro Glu 




323 




1 








5 






10 








15 




325 


aag 


aag 


aag 


ggc 


egg 


cag 


gca 


gga 


agg gag 


gag 


gac 


ccc 


ttc 


cgc 


tec 


334 


326 


Lys 


Lys 


Lys 


Gly 


Arg 


Gin 


Ala 


Gly 


Arg Glu 


Glu 


Asp 


Pro 


Phe 


Arg 


Ser 




327 










20 








25 










30 






329 


acc 


get 


gag 


gec 


etc 


aag 


gec 


ata 


ccc gca 


gag 


aag 


cgc 


ata 


ate 


cgc 


382 


330 


Thr 


Ala 


Glu 


Ala 


Leu 


Lys 


Ala 


He 


Pro Ala 


Glu 


Lys 


Arg 


He 


He 


Arg 




331 








35 










40 








45 








333 


gtg 


gat 


cca 


aca 


tgt 


cca 


etc 


age 


age aac 


ccc 


ggg 


acc 


cag 


gtg 


tat 


430 


334 


Val 


Asp 


Pro 


Thr 


Cys 


Pro 


Leu 


Ser 


Ser Asn 


Pro 


Gly 


Thr 


Gin 


Val 


Tyr 




335 






50 










55 








60 










337 


gag 


gac 


tac 


aac 


tgc 


acc 


ctg 


aac 


cag acc 


aac 


ate 


gag 


aac 


aac 


aac 


478 


338 


Glu 


Asp 


Tyr 


Asn 


Cys 


Thr 


Leu 


Asn 


Gin- Thr 


Asn 


He 


Glu 


Asn 


Asn 


Asn 




339 




65 










70 








75 












341 


aac 


aag 


ttc 


tac 


ate 


ate 


cag 


ctg 


etc caa 


gac 


age 


aac 


cgc 


ttc 


ttc 


526 
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Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
fipgiionpo T.i.Ql- ing +o onsnrp fhah a r.nrrespnnding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

2,3,4,5,6,7,9,10,11 
1,2, 6, 7, 9, 10, 11, 12, 13, 14, 16, 17, 18 

6, 7, 8, 9, 10,11, 12,13, 16, 17,21,22, 24,25, 26,27,28,29, 31,32 
33,41,42,43,48 

1,2,3,4,5,6,7,9,10,11,12,13,14,16,17,18,19,20,21 
2, 3, 4, 5, 6, 7, 8, 9, 10,12, 13,15, 16,20,21,22,23,24,25, 2 6, 27,28 
29,30, 31,32 

2, 3, 4, 6,8, 9, 10, 11, 14,16, 18,19,20,21,22,24, 25,26, 28 
2, 4,5, 6, 8, 9, 10,11, 12,13, 14,15, 16, 18, 19,20, 21,22, 23,24, 25 
26, 27, 33,34, 35, 38,39, 40, 41, 42, 43 
4,8, 11, 12, 13 
2, 3, 4, 6,7, 9, 13, 15, 16 
2, 3, 4, 6 

2, 3,5, 6,7, 8, 10,11, 12, 14, 15,16, 17, 18, 19,20,21,22, 24,26, 27 
2,3,4,6,7,8,10,11,12,13 
2 3 4 

2 t 3, 5, 6, 7, 8, 9, 10, 11, 12, 13, 14, 15, 16, 17, 18, 19, 20, 21, 22, 23 
24,25, 26,27, 28, 29, 30,31, 32,33, 34,36,37 

36,48, 51,52, 53, 57, 68,72,74,80, 85,89, 92, 106,122,126,147 
156,160,173,177,189,191,202,205,212,226,24 2,24 5,275,277 
280,291,302,304,313,332,336,337,338,34 0,342,370,385,393 
4 04, 4 67, 470, 4 75, 4 92, 4 93, 540, 543, 54 5, 558, 575 



Seq# 


: 11; 


Xaa 


Pos 


Seq# 


: 12, 


Xaa 


Pos 


Seq# 


: 13, 


Xaa 


Pos 


Seq# 


: 13, 


Xaa 


Pos 


Seq# 


: 14, 


Xaa 


Pos 


Seq# 


:15, 


Xaa 


Pos 


Seq# 


:15, 


Xaa 


Pos 


Seq# 


:16, 


Xaa 


Pos 


Seq# 


:17, 


Xaa 


Pos 


Seq# 


:17, 


Xaa 


Pos 


Seq# 


: 18, 


• Xaa 


Pos 


Seq# 


:19, 


• Xaa 


Pos 


Seq# 


:20, 


■ Xaa 


Pos 


Seq# 


:21, 


• Xaa 


Pos 


Seq# 


:22, 


• Xaa 


Pos 


Seq# 


:29, 


• Xaa 


Pos 


Seq# 


:30 


■ Xaa 


Pos 


Seq# 


:30 


• Xaa 


Pos 


Seq# 


:34 


; Xaa 


Pos 


Seq# 


:34 


; Xaa 


Pos 


Seq# 


:34 


; Xaa 


Pos 


Seq# 


:34 


; Xaa 


Pos 
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L: 


1401 M:341 W: 


(46) "n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:11 


after 


pos . 


:0 


T,: 




(d6\ "n" 


or 


"Xaa" 


used, 


for 


SE0 


IP# 


;12 


after 


pos . 


: 0 


M: 


341 Repeated 


in SeqNo= 


12 




















L: 


1464 M:341 W: 


(46) "n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:13 


after 


pos . 


:0 


M: 


341 Repeated 


in SeqNo= 


13 




















L: 


1497 M:341 W: 


(46) "n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


: 14 


after 


pos . 


:0 


M: 


341 Repeated 


in SeqNo= 


14 




















L: 


1524 M:341 W: 


(46) "n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:15 


after 


pos . 


:0 


M: 


341 Repeated 


in SeqNo= 


15 




















L: 


1549 M:341 W: 


(4 6) "n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:16 


after 


pos . 


:0 


M: 


341 Repeated 


in SeqNo= 


16 




















L: 


1576 M:341 W: 


(46) "n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:17 


after 


pos . 


:0 


M: 


341 Repeated 


in SeqNo^ 


17 




















L: 


1601 M:341 W: 


(4 6) "n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:18 


after 


pos . 


:0 


L: 


1620 M:341 W: 


(46) "n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:19 


after 


pos . 


:0 


L: 


1642 M:341 W: 


(4 6) "n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:20 


after 


pos . 


:0 


L: 


1662 M:341 W: 


(46) "n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:21 


after 


pos . 


:0 


M: 


341 Repeated 


in SeqNo= 


21 




















L: 


1689 M:341 W: 


(46) "n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:22 


after 


pos . 


:0 


L: 


1805 M:341 W: 


(46) "n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:29 


after 


pos . 


:0 


L: 


1824 M:341 W: 


(4 6) "n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:30 


after 


pos . 


:0 


M: 


341 Repeated 


in SeqNo= 


30 




















L: 


1897 M:341 W: 


(4 6) "n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:34 


after 


pos . 


:32 



M:341 Repeated in SeqNo=34 
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